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Introduction 
The Beef Progeny Test (BPT) compares bulls under New Zealand 
commercial farming conditions. The test was established in 2014 and 
currently involves three large properties across New Zealand.  

 

 

 

 

 

 

 

 

 

Steers are assessed on their finishing performance and carcase traits, 
while replacement heifers are tracked for their maternal characteristics. 

Some bulls are specifically included to provide genetic links to other 
programmes, where carcase data is being collected (e.g. the Australian 
Angus Sire Benchmark Programme, Hereford Progeny Test and Angus 
Sire Alliance).  

Please see our website for copies of past reports 
https://www.blnzgenetics.com/progeny-tests/beef-progeny-tests 
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Understanding the sire report 
This report provides an indication on how sires are performing within the progeny test and can’t be directly compared against Breedplan EBVs. For 
selection purposes it is strongly advised that Breedplan EBVs and selection indexes be used primarily.  

Trait values and rankings 
Progeny averages are displayed in the ‘Value’ columns. The rank value and coloured bars are intended as a visual reference of performance in a 
particular trait within the cohort. In most cases, higher-ranked sires have longer bars. For the Ossification trait, lower values are better as they indicate 
younger physiological maturity at slaughter. Therefore, shorter bars indicate a higher rank for this trait. (See appendix for trait definitions). 

When reviewing rankings, it is important to also take into account the corresponding value figure as the difference between rankings may be minimal. 
For example, in the 18-month weight column in the table below, there is only a 0.4kg difference between the bulls ranked 33 and 34.  

Some additional traits are recorded in the trial but not included in the sire report because: 

• The trait showed very little variation, i.e. it is not under significant genetic control. These traits include pH, fat colour, meat colour. 
• There was not enough progeny recorded for the sire’s average to be useful, e.g. maternal traits are not recorded on terminal sire’s progeny 

 
Interpreting the tables 
 
 
 
 

 

 

 

 

 

 

 

 

Progeny: Number of recorded progeny (both sexes) by each sire.  
Excluding single animal contemporary groups and heifer progeny 
for carcase results (except terminal-sired heifers). 

 

Trait values = The average performance of sires’ progeny. Values are calculated after 
adjusting for herd, management group, age of dam and age of animal (based on 
estimated conception date).  

Trait rank = The ranking position of each sire for a particular trait, based on the 
number of bulls in the cohort. The coloured bars are intended as a guide for how a 
sire has ranked on a particular trait - i.e. higher-ranked sires have longer bars. 

Total number of bulls in the cohort.  

5 
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Beef Progeny Test 
Sire Report for Cohorts 1-5 | September 2020 

Cohorts 1 and 2: inclusive of growth, ultrasound scanning and carcase trait data 
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Results 
Cohort One (2015-born progeny)  
 

Table 1: Cohort 1 - summary of adjusted progeny averages for growth and ultrasound scanning data 
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Table 1 continued: Cohort 1 - summary of adjusted progeny averages for growth and ultrasound scanning data  
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Table 2: Cohort 1 - summary of adjusted progeny averages for carcase quality (processing data) 

Note: Values for Ossification are ranked in descending order (higher-ranked sires have shorter bars). Lower values are better as it indicates younger physiological maturity at 
slaughter.  
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Table 2 continued: Cohort 1 - summary of adjusted progeny averages for carcase quality (processing data) 
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Cohort Two (2016-born progeny) 
 

Table 3: Cohort 2 - summary of adjusted progeny averages across sires for growth and ultrasound scanning data   
  
Number of bulls = 49 
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Table 3 continued: Cohort 2 - summary of adjusted progeny averages for growth and ultrasound scanning data  

 

 

 

 

 

 

 

 

 

 

 
 
  

Number of bulls = 49 
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Table 4: Cohort 2 - summary of adjusted progeny averages for carcase quality (processing data) 
Note: Values for Ossification are ranked in descending order (higher-ranked sires have shorter bars). Lower values are better as it indicates younger physiological maturity at 
slaughter.  
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  

Number of bulls = 49 
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Table 4 continued: Cohort 2 - summary of adjusted progeny averages for carcase quality (processing data)  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  

Number of bulls = 49 
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Cohort Three (2017-born progeny) 
 

Table 5: Cohort 3 - summary of adjusted progeny averages for growth and ultrasound scanning data 
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Table 5 continued: Cohort 3 - summary of adjusted progeny averages for growth and ultrasound scanning data  
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Cohort Four (2018-born progeny) 
 

Table 6: Cohort 4 - summary of adjusted progeny averages across sires for growth and ultrasound scanning data 
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Table 6 continued: Cohort 4 - summary of adjusted progeny averages across sires for growth and ultrasound scanning data  
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Cohort Five (2019-born progeny)  
Table 7: Cohort 5 - summary of adjusted progeny averages  
across sires for weaning weight 
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Appendix 
 

 
 Trait definitions 

Weaning Weight (kg)  Weight at weaning recorded on steer and heifer progeny. Higher values indicate more weight   

Yearling Weight (kg)  Weight at 1 year recorded on steer and heifer progeny. Higher values indicate more weight 

18-month Weight (kg)  Weight at 18 months recorded on steer and heifer progeny. Higher values indicate more weight  

Eye Muscle Area (cm2)  Abbreviated as EMA. Area of Eye Muscle as captured at the 12th/13th rib site from ultrasound scanning in both steer and heifer 
progeny at 18 months. Higher values indicate larger eye muscle area 

Rib Fat (mm)  Rib Fat captured at the 12th/13th rib site from ultrasound scanning in both steer and heifer progeny at 18-months of age. Higher 
values indicate more fat over the ribs. 

Rump Fat (mm)  Rump Fat captured at the P8 site from ultrasound scanning both steer and heifer progeny at 18-months of age. Sires are ranked 
in descending order with higher values indicating more fat over the rump 

Intramuscular Fat (%)  Abbreviated as IMF. Intramuscular Fat captured at the 12th/13th rib site from ultrasound scanning both steer and heifer progeny 
at 18-months of age. Higher values indicate more intramuscular fat  

Carcase Weight (kg)  Weight of the hot carcase at slaughter recorded on steer progeny and terminal-sired heifers. Higher values indicate a heavier 
carcase weight  

Dressing %  Calculated by dividing the carcase weight by the shrunk live weight (weight on arrival at plant) of the animal and expressing 
the result as a percentage. This percentage represents the meat and skeletal portion of an animal compared to its live weight. 

Marbling  Marble score recorded by Silver Fern Farms Beef EQ graders in the chiller on steer progeny and terminal-sired heifers. Higher 
values indicate more marbling in the carcase.  

Ossification  Ossification score recorded by Silver Fern Farms Beef EQ graders in the chiller on steer progeny and terminal-sired heifers. Lower 
values are better as they indicate younger physiological maturity at slaughter. 

Fat depth (mm)  Subcutaneous fat measurement at the 12th/13th rib site recorded by Silver Fern Farms Beef EQ graders in the chiller on steer 
progeny and terminal-sired heifers. Higher values indicate more fat over the ribs. 
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